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Contact

® Javier Lopez (javier.lopez@genomicsengland.co.uk)
® [gnacio Medina (im411@cam.ac.uk)

People

Current active developers and contributors are:

® [gnacio Medina (im411@cam.ac.uk): Founder and Project Leader, Bioinformatician. Software
Architect & Project Manager.

F. Javier Lopez (javier.lopez@genomicsengland.co.uk): Software Engineer and Bioinformatician
Jacobo Coll (jacobo.coll-moragon@genomicsengland.co.uk): Big Data engineer

Joaquin Tarraga (jté45@cam.ac.uk): Big Data and HPC engineer

Pedro Furio (pedro.furio@genomicsengland.co.uk): Big Data engineer

Marta Bleda (mb2033@cam.ac.uk): Computational Biologist

Special mention to Dr. Stefan Graf (University of Cambridge), Dr. Joaquin Dopazo (CIPF) and Dr.
Augusto Rendon, Director of Bioinformatics at Genomics England, London (UK).
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